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Receipt Date: 2/11/2026
Sample Name: BPC-157 (1mg) + TB-4 (10mg) Analysis Date: 2/12/2026
Batch#: BPCTHY2A26
Report Date: 2/16/2026 Matrix: Powder
Test: Identity Number of samples: |

Certificate of Analysis

Test Screen
Peak 1:

Identity: glycyl-BPC-157
(Other Names: N-terminal glycine extension of BPC-157, Sequence: GGEPPPGKPADDAGLYV)
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*ms/ms chromatograpm showed with N-termianl Glycine extended BPC-157 peptide y and b ions.
Expected Mass: 1475.7
Observed Mass: 1475.7

Cont...

Constitution Labs (CL) maintains liability limited to cost of analysis. Interpretation and use of test
results are the responsibility of the client. This report relates only to the

samples reported above, and may not be reproduced, except in full, without written approval by
CL. This is not intended as an endorsement of any product. CL bears no responsibility for
sample collection activities or analytical method limitations. Samples are within quality control
criteria and met method specifications unless otherwise noted.

Constitution Labs holds no affiliation, partnership, or association with client.
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Peak 2:

Identity: glycyl-Thymosin Beta-4

(Other names: N-terminal extension of Thymosin beta4, Sequence: Ac- GSDKPDMAEI EKFDKSKLKK

TETQEKNPLP SKETIEQEKQ AGES)
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Mass Spectrum Protein Envelope encompases the 4-9 positive charge states confering Peptide Mass with

glycyl addition.
MSMS ID

%104 |+ES| Product lon:2 (rt: 5.058-5.558 min, 14 scans) Frag=135.0V CID@20.0 (837.6 -> =) 20260216_BPC157andTB4_LOT_BPCTHY2A26_|D.d Subtract
225
24
1754
154
1.254

10120

5.
9834

Bo

Yo

0o 150 200 250 300 350 400 45 500 550 600 650 700
Counts vs. Mass-to-Charge (m/z)

900 950 1000 1050

1100

1150

*ms/ms chromatograpm showed with N-termianl Glycine extended TB-4 peptide y and b ions.

Expected Mass: 5020

Observed Mass: 5020

Reviewed and Approved By:

Hevruomn Lelie

Herman Lelie Ph.D Director of R&D

Constitution Labs (CL) maintains liability limited to cost of analysis. Interpretation and use of test
results are the responsibility of the client. This report relates only to the

samples reported above, and may not be reproduced, except in full, without written approval by
CL. This is not intended as an endorsement of any product. CL bears no responsibility for
sample collection activities or analytical method limitations. Samples are within quality control
criteria and met method specifications unless otherwise noted.

Constitution Labs holds no affiliation, partnership, or association with client.
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